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Appendix Il

PLASMID MAPS
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1. pQE9_GFP6_lacl_yFRS_tRNAwt

beta-lactamase GFP

6921 1731
PQESD_GFP6_lacl yFRS tRNAW

8653 bp
6056 2596

Laclqg

Sacll 5304 yeast PheRS

yeast tRNA
Sacll 4945

His-GFP6 115-921 bp

yPheRS alpha subunit 1449 - 2970 bp
yPheRS beta subunit 2987 - 4774 bp
PheUp-tRNA-PheUterm 4945 — 5304 bp
beta-lactamase 7594 - 8453 bp

lacl 5391 - 6475 bp



2. pQE9_GFP6_yFRS_tRNAWt

Aatll 7423

beta-lactamase

Sacll 5304

yeast tRNA
Sacll 4945

His-GFP6

yPheRS alpha subunit
yPheRS beta subunit
PheUp-tRNA-PheUterm

beta-lactamase

pOED_GFP6_yFRS_tRNAW

Nhel 1028

7492 bp

2248

yeast PheRS

115-921 bp

1449 - 2970 bp
2987 - 4774 bp
4945 - 5304 bp

6433-7292 bp
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3. pQE9_MetGp_Aat_yFRS tRNAwt

Aatll 6
MetG
pAat

beta-lactamase

Boll 6412 Nhel 819

5761 1441

PQE_MetGp Aat yFS_tRNAwt
7208 bp

5041 2161

Sacll 5095

yeast tRNA
Sacll 4736

yeast PheRS

L,F-transferase 104 - 819 bp
Yeast PheRS 1340 — 4665 bp
Yeast tRNAP™ 4736 — 5095 bp

Beta-lactamase 6264 - 7083 bp



4. pQE70_MetGp_Aat

Aatll 1

MetGp

Aat
beta-lactamase 390/
/ Hindll1 655
./ Nhel 814

3113 779
pQe70_MetGp_Aat
3897 bp

2724 1168

MetG promoter 1-97bp
L,F-transferase 98 -814 bp

Beta-lactamase 2908 - 3767 bp
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5. pQE30Aat

Aatll 4126 BamHI 146

Aat

beta-lactamase 420

Boll 3324 BamHI 880

3353 839

pQe30-Aat
4195 bp

Nhel 1042

L,F-transferase 146 — 880 bp

Beta-lactamase 3136-3995 bp
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6. pQE70_MetGp_Ub_R_GFP

Aatll 6

Ub-R GFP
Bgll 3490

857
PQe70_MetGp Ub R GFP

4286 bp
2997 1285

Hindlll 1088

MetG promoter 6 — 103 bp

Ub-R-GFP 104-1088 bp
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